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[ unknown_CGAACGATCTGGACCGAG Fig 5A

unknown_AACGGGCTTGGCAGAATCAGCGGG
unknown_AACGGGCTTGGCAGAATCAGCGGGG
mir-6497 Bombyx mori AAGGATTGGCTCTGAG
unknown_ACGGGCTTGGCAGAATCAGCGGG
unknown_ACGGGCTTGGCAGAATCAGCGGGG
unknown_CGGGCTTGGCAGAATCAGCGG
unknown_CGGGCTTGGCAGAATCAGCGGG
unknown_CGGGCTTGGCAGAATCAGCGGGG
unknown_ACCGGTTTCAGATGGTGTCTTA
unknown_AGTGGTTAGGATTCGG
unknown_CTGAATCCAGCGATCCGA
B B unknown_ GTCCCACCGGAGTCGC
unknown_TAGAATTCTCGCCTGCCA

mir-1260_Cricetulus griseus_ TCCCACCGCTGCCAC
unknown_TCGATTCCCGGGCGGCGCAC
unknown_TCGGCGCTCTCACCGCCGCGGCC
unknown_TCGGTAGAGCATGAGA

L] unknown_TGGTTAGGATTCGGCGCTCTCACCG
O L unknown_TTTCCGTTGTCCTTC

] L unknown_GTGTGGGACAAGTACAAACTTTG Fig 5B
unknown_ATCCTGTTCGTGACGC
[ ] I [ unknown_ATTCGGCGCTCTCACCGCCGCGGC
unknown_CAGTCGGTAGAGCATCAG
unknown_CAGTCGGTAGAGCATGAG
unknown_CCATATGGTCTAGCGGTTAGGATTCC
unknown_CCCGTGGAGGTGGAGGCTGC
unknown_CGACCGGAGCGGACTGC
mir-128-1 Salmo salar_ CGGGGCCGGGACGCTGTCTGR
unknown_CGGTCCCTGCGGAGCG
unknown_CTCACCGCCGCGGCC
unknown_GATTCGGCGCTCTCACCGCCGCGGCFig 5C
unknown_GGTTAGGATTCGGCGCTCTCACCG
unknown_TCGGTAGAGCATCAG
unknown TCGGTAGAGCATGAG
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unknown_AACCTTAACTTGAGCATTGA
] mir-22a_Danio rerio AAGCTGCCAGCTGAAGAA

unknown_AATAATGATGATAAACTACTCCTGA
unknown_AATACCAGGTGCCGTAAGC
unknown_ACATGGTGATATTGTGACTACTGA
unknown_ACCACCAACAACTGA
unknown_ACCCTAATTTGAGCACTGA
unknown_ACCCTACTCTGAGCACTGA

mir-10d Oryzias latipes_ ACCCTGTAGAACCGAATGT
mir-10b Oryzias latipes_ACCCTGTAGAACCGAATTT
mir-10c_Danio rerio_ACCCTGTAGATCCGGATTT
unknown_ACCCTGTTGAGCTTGACT
unknown_ACGCCTGTCTGAGGGTCG

mir-18a Mus musculus_ACTGCCCTAAGTGCTCCTTC
unknown_AGCTAGAAACTTTGCCTGG
mir-92a-2_Oryzias latipes_AGGTGGGGATTAGTAGCAAT
mir-92a-2 Oryzias latipes_AGGTGGGGATTAGTAGCAATG
unknown_ATACCAGGTGCCGTAAGC

mir-23b Canis familiaris_ ATCACATTGCCAGGGATTA

mir-23a Canis familiaris ATCACATTGCCAGGGATTT
unknown_ATGGTGATATTGTGACTACTGA
unknown_CAACATGGTGATATTGTGACTACTGA
mir-26a-1//mir-26a-2_Homo sapiens_CAAGTAATCCAGGATAGG
unknown_CAAGTGCTACACATTGGGG

unknown_CAAGTGCTACACGTTGG

unknown_CAAGTGCTACACGTTGGG
unknown_CAAGTGCTACACGTTGGGG
unknown_CAAGTGCTACACGTTGGGGT
unknown_CAAGTGCTACACTTTGAGG
unknown_CAAGTGCTACACTTTGGGG
mir-430c-1//mir-430b-1//mir-430c-2//mir-430c~3//mir-430c
unknown_CAAGTGCTTCTCTTTGAGGT
unknown_CACGAGAGATAACGGATTTTCTGAAA
unknown_CAGAACCTTACCAGC

mir-456_Danio rerio_ CAGGCTGGTTAGATGGTTGT
mir-130c_Oryzias latipes_ CAGTGCAATATTAAAAGG
mir-126_Homo sapiens_CATTATTACTTTTGGTACG
mir-25_Sarcophilus harrisii CATTGCACTTGTCTCGGT
unknown_CCAGGCAGTGAGACG

mir-10d Oryzias latipes_CCCTGTAGAACCGAATGT

mir-10b Oryzias latipes_CCCTGTAGAACCGAATTT

mir-10b Homo sapiens_CCCTGTAGAACCGAATTTG
unknown_CCTGGGGCTACGCCTGTCTGAGGGTCG

mir-10b_Homo sapiens_CCTGTAGAACCGAATTT
unknown_CCTGTCTGAGGGTCG
unknown_CGAGAACTAATGTGATTTGCAGG
unknown_CGCCTGTCTGAGGGTCG

unknown_CGGACTGCCCTCAGTGCG
unknown_CTACGCCTGTCTGAGGGTCG

unknown_CTCAGACAACTCTTA
unknown_CTGGGGCTACGCCTGTCTGAGGETCG
unknown_CTTACCGTTCCATTTTGTCTGAGGT




mir-301_Fugu rubripes_CTTTGACAATGTTGCACTA
unknown_GAAGTGCTACACGTTGGG
unknown_GAAGTGCTACACGTTGGGG
unknown_GAAGTGCTACACGTTGGGGT
unknown_GAATACCAGGTGCTGTAAGC
unknown_GAATCCTGATTATTATAGAAGTCCTGA
unknown_GAGGTGTAGAATAAGTGGGAGAC
unknown_GATATTGTGACTACTGA
unknown_GATCAGATACCGTCGTAGT
unknown_GATCCAACCCTCTGA

unknown_GATGCGGCCGGCGGCG
unknown_GCAATGAAAGTGAAGGCCGGC
unknown_GCATGTGATGAAACCGTTGA
unknown_GCCGGCCTTGACTAGC

unknown_GCCTGTCTGAGGGTCG
unknown_GCTACGCCTGTCTGAGGGTCG
unknown_GGATTCAACCCGGCGTCTGGG
unknown_GGCTACGCCTGTCTGAGGGTCG
unknown_GGTGATATTGTGACTACTGA

mir-10b-2_Danio rerio_GTACCCTGTAGAACCGAATT
mir-145 Oryzias latipes_GTCCAGTTTTCCCAGGAATCC
unknown_GTCGCCTGAATACCGCAGCTAGGAAT
unknown_GTGATATTGTGACTACTGA

unknown GTGTCCGACGCCGCGCGGAAG

mir-27d_Oryzias latlpes GTTCACAGTGGCTAAGTTC
mir-724_Danio rerio TAAAGGGAATTTGCGACTG
unknown_TMGTACTCTGAACTTCTCC
mir-430c-1//mir-430b-1//mir-430c-2//mir-430c-3//mir-430c-4//mir-430c-
unknown_TAAGTGCTGATTGTTGG
unknown_TAAGTGCTGATTGTTGGG
unknown_TAAGTGCTGATTGTTGGGGT
unknown_TAATAATGATGATAAACTACTCCTGA

mir-429 Capra hircus_TAATACTGTCTGGTAATGC

unknown TACCCTAATTTGAGCACTGA

mir-10d_Oryzias latipes_TACCCTGTAGAACCGAATGT
mir-10b_sarcophilus harrisii TACCCTGTAGAACCGAATTT F|g 5D
mir-10c_Danio rerio_ TACCCTGTAGATCCGGATTT
unknown TACGCCTGTCTGAGGGTCG

mir-16_Oryzias latipes_TAGCAGCACGTAAATATTG

mir- lsb Tetraodon nigroviridis TAGCAGCGCATCATGGTT
mir-15c-1//mir-15c-2_Salmo salar_ TAGCAGCGCATCATGGTTT
unknown_TAGGACATTGTCAGG

mir-196a_Oryzias latipes_TAGGTAGTTTCATGTTGTT
mir-727_Anolis carolinensis_TCAGTCTTCAGTTCCTCCCA
unknown_TCCTGTCTGTTTGTCGCTCA

unknown TCGATTCCCGGGCGGCGCAC

mlr-203b Rattus norvegicus_TGAAATGTTTAGGACCA
unknown_ TGAATACGTTCCCGG
unknown_TGACATGATGACAAAAGCTGTATGA
unknown_TGAGGTAGTAGGTTGTATAG

let-7g_Oryzias latipes_TGAGGTAGTAGTTTGTATAG
unknown_TGATATTGTGACTACTGA
unknown_TGCAAACGAGCGCTG

mir-206 | _Homo sapiens_TGGAATGTAAGGAAGTGTGT
unknown TGGCCTGCTCGAGATTGTGACAAACTCGA
unknown_TGGTGATATTGTGACTACTGA

mir-30£f Bos taurus_TGTAAACACCCTACACTCTC
mir-30c_Tetraodon nigroviridis TGTAAACACCCTACACTCTCG
mir-30d_Ovis aries_TGTAAACATCCCCGACTG
mir-30b_Homo sapiens_TGTAAACATCCTACACTCAG
mir-30a_Tupaia chinensis_TGTAAACATCCTCGACTG
mir-724 Danio rerio_ TTAAAGGGAATTTGCGACTG
unknown_TTACCGTTCCATTTTGTCTGAGGT
mir-26-1//mir-26-2_Anolis carolinensis_ TTCAAGTAATCCAGGATAGG
mir-27c_Oryzias latipes_TTCACAGTGGTTAAGTTC
mir-204_Oryzias latipes_TTCCCTTTGTCATCCTATGC
unknown_TTTCATGATGATCTCGAGAACTCTGA
unknown_TTTGAACCCTTTTTCTGATGA
unknown_TTTGGTCCCCTTCAACCAG

mir-375-1//mir-375-2 Ictalurus punctatus TTTGTTCGTTCGGCTCGCG




D2_4hrA
D2_24hrA
D2_2hrR
D2_24hrR
4dpd_t0
4dpd_4hrA
4dpd_24hra
4dpd_2hrR
4dpd_24hrR
12dpd_t0
12dpd_4hrA
12dpd_24hrA
12dpd_2hrR
12dpd_24hrR
20dpd_t0
20dpd_2hrA
20dpd_6hra
20dpd_2hrR
20dpd 24hrR

D2 _t0

ND6_gene_rev_AAAAACATAAAGTATCGCGGAGCTTA
tRNA_unknown-His_ tRNA_forw AAAACCCTAGATTGTGATTC
tRNA _unknown- Hls tRNA forw AAAACCCTACGATTGTCATTCT
tRNA unknown-Val tRNA forw AAAATATACGCACTTCCT
ATPase 6_gene_ forw AAACATAATGGGCTT

Cyt-b gene forw AAACTCGAACGTAGACAAAATCTCCT

Cyt-b_gene forw AAATAAACTAGGAGGAGT
tRNA_unknown-Met tRNA forw AAATAAGCTATTGGGC

tRNA unknown-vet tRNA forw AAATAAGCTATTGGGCT

165_ rRNA forw__ AAATATGTGGAAGAATAAAACT
unknown_AAATGTGATGATTCTTGACAAGC

ND4_gene_forw AACAGACCTAAAAGCT
unknown_AACATGACTGAGAACGTGACGTACGTC

ND4_gene_forw AACATTACTTATTACTGGGCT

Alim mtgenome complete AACCAAAGAAGAGCATCTGCAGG
Cyt-b_gene_ forw AACCTTCTCGCGACGACCCT

tRNA unknown- Cys tRNA rev_ AACGTTTGGTATTCGCCAGCCGGGACT
16S rRNA forw AACTAGCTTACACGACT
COITI_gene_forw_AACTTCGGGTTTAACAACT

Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGATATC
Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGATATCT
Alim . |_mtgenome_ complete AAGAACCTGTGGTACAATTACATACT
12S_rRNA_ forw AACCAATCGAACGTAACGATCCGACCT
unknown_AAGCATCACTGTGGATTCAAAGTTCT

Dloop_l misc_feature none AATATATAACTCTTTTCTAACCCT
unknown_AATGAGTGATATGCTATTTCTGACA

tRNA unknown-His tRNA_forw AATTAAAACCCTAGATTGTGATTCT
ATPase 6_gene_ forw ACACAGGCTTGACTC
ATPase_6_gene_forw ACACAGGCTTGACTCATTACT
COI_gene_forw ACATTTTTTAGGACTGTCAGGCATACC
COIII_gene_forw_ ACCACATAGTAGATCCAAGCCCC
unknown_ACCATTGATGATCGTTCTTCAC
unknown_ACCTCCAGGAACGGTGCACCA

ND4_gene_forw ACGAAGCTCTACACCT

COI_gene_forw ACGCTGGCGCTTCTGTAGACC

tRNA_unknown- Cys tRNA rev_ ACGTTTGGTATTCGCCAGCCGGGACT
unknown ACTGGCTTGTGGCGGCC

165_ rRNA forw ACTTAATAACTAGCTTACACGACTA

lGS rRNA forw ACAAATACTCATCAACCAAACAACT

tRNA unknown- HlS tRNA_ forw AGATTGTGATTCTAGCAATAAAGGTTA
125 rRNA forw__ AGCAATGAACGTAAGATCGACCT
unknown_AGCTCAGTCGGTAGAGCATGAGACT

tRNA_ unknown-Cys_tRNA rev_AGTATGTGTAGATTGC

tRNA _unknown- -Cys_ tRNA rev._. "~ AGTATGTGTAGATTGCA

tRNA unknown -Cys__ tRNA rev._, "~ AGTATGTGTAGATTGCAAATCT

llj—e-



165_rRNA forw ATAAACCACTAAACCCCGCCT

Dloop 1 misc_feature_none ATATATAACTCTTTTCTAACCCT
ND5_gene_forw ATATCTAAACGCCTGAGCCCTGGCCCT

unknown_ ATCACTGTGGATTCAAAGTTCT

tRNA unknown-Val tRNA forw ATCAGGTTGTTCTGA
ND5_gene_forw ATCATATCTAAACGCCTGAGCCCT
COITI_gene_forw ATCTCTTATACTGCTAACAGCTGGCC Fig 5G
UﬂknOWﬂ_ATGTGGGAATCTCGACTGCA

COI_gene_forw ATTCACGGGCTATACCCTTCACAGCCT
tRNA_unknown-Cys_tRNA_rev_ ATTCGCCAGCCGGGACT
unknown_CAACACGGACTGAAGCACC

ND4_gene_forw CAACATTACTTATTACTGGGCT

COI_gene_ forw CACACGCTGGCGCTTCTGTAGACCT
COI_gene_forw_CACGCTGGCGCTTCTGTAGACCT
COI_gene_forw CACGCTGGCGCTTCTGTAGACCTAACT
ND5_gene_forw_CATCATATCTAAACGCCTGAGCCC
ND5_gene_forw CATCATATCTAAACGCCTGAGCCCT

16S_rRNA_ forw CATTAGACTTGAATCAACAATACT

ND4 _gene__ forw CCAACATTACTTATTACTGGGCT

unkﬂOWW CCAATGAGTGATATGCTATTTCTGACA
16S_rRNA_forw_ CCACTAAACCCCGCCT

Alim mtgenome_complete_ CCATTAGACTTGAATCAATAGTACT
unknown_CCATTGATGATCGTTCTTCAC

ATPase_6_gene_forw CCCATGACACGTCAAACC
unknown_CCCGTCGGGGGCCCCGTCCCCE
unknown_CCGCCTCGCCGGGGTCTCCCCG

tRNA_unknown-val tRNA forw CCGCGCAAATCAGGTTGTTCTGA
unknown_CCGGAGCGGACTGCC
l6S_rRNA_forw_CCGGCACTTAAATACAGAAAGACT

unknown_ CCTGGTTGTCCGCGTCCGCGTCCCGC
tRNA_unknown-Val tRNA_ forw CGCAAATCAGGTTGTTCTGA
128 TRNA forw CGCCCTCCTGTGAATGCGCCTTTACC

tRNA unknown-Val tRNA_forw CGCGCAAATCAGGTTGTTCTGA
unknOWﬂ_CGCGGCGCGCGGCCCGCCTCGCC

unknown CGCGGGACCCCTCCCCGGAGCCCGGC
tRNA_unknown-Ser_ tRNA_forw CGTAACGATATCTGCT
tRNA_unknown-Cys_tRNA_rev_CGTTTGGTATTCGCCAGCCGGGACT
16S_rRNA_ forw CTCCATAACTAACGACC

tRNA u\kﬂOWﬁ—Cys tRNA rev_ CTCCGAGTATGTGTAGATTGCAAATCT
tRNA uﬂkﬂoWﬁ-Ser tRNA forw CTCGTAACGATATCTCGCT

ND6 ge'xe rev_ CTCTCGAACAACACC

ND6_gene_rev_| — CTCTCGAACAACACCGTTACTATAACA
unkﬂOWW CTCTTAAGGTAGCCAAATGCC

tRNA unknown-Ser tRNA forw CTGCTAACGTTGTTCCT
COI_gene_forw CTTAACAGACCGTAACTTTAACACC
12S_rRNA_forw_ GAACGTAAGATCGACCTAGTTAAACT
unknown_GAAGCATCACTGTGGATTCAAAGTTCT
unknown_GACCGATGATGTTGAACCAAAATCT
unknown_GAGTCGACCTCTGGATTCTGATCCAG

unknown_ GAGTCGACCTCTGGATTCTGATCCAGC
tRNA_unknown-Ser_ tRNA_ forw GAGTGAAGCTCAGGGCT
tRNA unknown-Ser_ tRNA forw GAGTGAAGCTCAGGGCTTTC
Cyt-b_gene_forw GATGTTAATCATGGCT

COI_gene_ forw GATTCTTCCGGGCTTCGGC
tRNA_unknown-Ala_tRNA rev_GCAGAAGATGTGGGTTTGACTCCTGTAFIg 5F




unknown_GCAGGTGCGTCCCAC

unknown_GCCGCCCCGTCGCCC
unknown_GCCGCGAGGCGTGCCACCGTCT

mir-2137 Mus musculus_GCCGGCGGGAGCCCC

tRNA uqkqown-Val tRNA forw GCGCAAATCAGGTTGTTCTGA
uﬁkﬁoWﬁ GCGGCGGCGACTTTGGACGTGTGCC
tRNA_unknown-Ser_tRNA_forw_GCTAACGTTGTTCCTTGAGTGAAGCTC
unknown_GCTCTGGTCTAGCTCAGC
unknown_GCTCTGGTCTAGCTCAGCGGTTACT
unknown_GGCGACTTTGGACGTGTGCC
unknown_GGCGGCGACTTTGGACGTGTGCC
unknown_GGGCCCTTCTCGCGGATCTCCTCGGC

ND5_gene_forw GGGCCTATTTTTAGCTGTGGAACT
tRNA_unknown-Cys_tRNA_rev_GGTATTCGCCAGCCGGGACT
unknown_GGTGTCCGACGCCGCGCGGAAGGC

125_rRNA_forw_ GTAAAACGATATAAAAACATGAAACCC
tRNA_unknown-Cys_tRNA_rev_GTATGTGTAGATTGCAAATCT
tRNA_unknown-Cys_tRNA_rev_GTATTCGCCAGCCGGGACT
unknown_GTCGGAAGCGCGGCGCGCGGCC
tRNA_unknown-Cys_tRNA rev_ GTCTCGAGTATGTGTAGATTGC
tRNA unknown-Cys_tRNA rev_ GTCTCGAGTATGTGTAGATTGCA
tRNA_unknown-Cys_tRNA rev_ GTCTCGAGTATGTGTAGATTGCAAATC
unknown_GTGGTTATCACGTTCGCCTC

uﬁkHOWﬂ GTGTCCCGACGCCGCGCGCGAAGEC
tRNA_unknown-Cys_tRNA_rev_GTTTGGTATTCGCCAGCCGGGACTFig 5l
tRNA_unknown-His tRNA_forw TAAAACCCTAGATTGTGATTCT
125 _rRNA_forw TAAAACTCAAAGGATTTGGCGGCGC

165_rRNA_ forw TAAACCACTAAACCCCGCCT
Cyt-b_gene_forw TAAACTCGAACGTAGACAAAATCTCCT
ND6_gene_rev_TAAAGTATCGCGGAGCT

unknown_ TAAATGTGATGATTCTTGACAAGC

Cyt-b_gene_forw TAACCTTCTCGGAGACCCT

COIII_gene_ forw TAACTTCGGGTTTAACAACT

tRNA uﬁkﬁOWﬁ—Arg tRNA_forw TAAGTCCTTAACTGCT

tRNA uuknown—Ala tRNA rev_’ TAATTAAAGTATCTGCT

tRNA unknown- Gly tRNA forw TAATTCTGGTGCAACCCC
tRNA_unknown-Lys tRNA_forw TAATTTCGGTGTAAAATC
COIII_geﬁe_forw_TACCACATAGTAGATCCAAGCCCC
COIII_gene_forw TACCACATAGTAGATCCAAGCCCCT

Alim mtgenome_| complete TACGCCACAACTCGAC
Cyt-b_gene_ forw TACGCTATTTTACCGCTCCCGTCCC

165_rRNA forw TACTTAATAACTAGCTTACACGACT

1AS rRNA forw TACTTAATAACTAGCTTACACGACTA




ND5_gene_forw_ TAGGCGCTGTAACCACATTATTTACC
COIII_gene_ forw TAGTAGATCCAAGCCCCTGGCCTC
COIII_gene_ forw TAGTACGATCCAAGCCCCTGCGCCTCT

Alim mtgenome complete TAGTGGCCCACCCCT
ND5_gene_forw TATAACAATAAAAATATCTGCTCTCCT
ND5_gene_forw TATCTAAACGCCTGAGCCCTGGCCCT

tRNA unknown-Cys_tRNA rev_ TATTCGCCAGCCGGGACT
unknown_TCAGTCGGTAGAGCATGAGACT

tRNA unknown-Cys_tRNA rev_ TCGCCAGCCGGGACT
unknown_TCTAATCCAACTCTGATCCT

COI_gene_forw TCTATGAACCCTAGGCT

COI_gene_forw TCTATGAACCCTAGGCTTCA

ND6_ _gene_rev_ TCTCGAACAACACCGTTACTATAACA

tRNA unknown-Ser tRNA_forw TCTCGTAACGATATCTGCT
unknown_TCTGACATGGACATCTAGG
unknown_TCTGCAGCTTATTAAGCCGACCGGTCT
tRNA_unknown-Ser_ tRNA forw TCTGCTAACGTTGTTCCT
ND2_gene_forw TCTTGCAGAACTAACT

COIII_gene_ forw TCTTTTAACTTCCGGCGTTTAACAACT
unknown TGAGTCGACCTCTGGATTCTGATCCAG
tRNA_unknown-Ser tRNA forw TGAGTGAAGCTCAGGGCT
tRNA _unknown- Ser tRNA _forw _TGAGTGAAGCTCAGGGCTTTCT
tRNA | unknown- Cys tRNA rev_’ TGGTATTCGCCAGCCGGGACT
Dloop_l misc_feature none_ TTAAAGCTCACTATAACGTCAGGAACC
COIII_gene_forw TTAACTTCGGGTTTAACAACT
COIII_gene_ forw TTATTCTCACGCTACTAACTGCC
unknown TTCCTCACCGCCGGCCTTGACTAGCCT
tRNA_unknown-Cys_tRNA_rev_TTCGCCAGCCGGGACT
unknown_TTCTAATCCAACTCTGATCCT

Alim mtgenome_complete TTCTCCCGCCTATTTTTT
Cyt-b_gene_forw TTCTCGGAGACCCTGAAAACT
ND4_gene_forw TTCTTGATCATTGCTTTTAGTACC
tRNA_unknown-Ala tRNA rev_TTGACTCCTGTAAGT
tRNA_unknown-Ser_tRNA_forw_ TTGAGTGAAGCTCAGGGCT
tRNA_ unknown-Ala_ tRNA rev_TTGCATGCAGAAGATG

tRNA | unknown-Ala tRNA rev_’ TTGCATGCAGAAGATGTGGGTTTGACT
COIIT _gene_forw_ TTTAACTTCGGGTTTAACAACT

Cyt-b_ _gene__ forw TTTCTGTCGACAACGCT
ATPase_8_gene_forw TTTCTTCGTCGCTTTGA

tRNA unknown- -Cys__ tRNA rev_TTTGCGTATTCGCCAGCCGGGACT
Cyt-b_gene_forw TTTTACGCTCCGTCCC
ATPase_6_gene_forw TTTTGATCAGTTTATAAGTCCCT
Ori-L misc feature none TTTTTTTGACTAGGCGGGAGA



12dpd_2hrR

12dpd_24hrR

20dpd_t0

4dpd_24hra
4dpd_2hrR
4dpd_24hrR
12dpd_t0
20dpd_2hrR
20dpd 24hrR

D2 4hrA

D2 24hrA

D2_2hrR
D2 24hrR

4dpd_t0
4dpd 4hrA
12dpd_4hrA
12dpd 24hrA
20dpd_2hra
20dpd 6hrA

D2 t0

125_rRNA_forw AAAATAGAACTGGTAAATCTCGTG

165 rRNA forw AAAGCAGTTTCATCTAAACAACGCAC

lZS rRNA torw AAATAGAACTGCGTAAATCTCGTG

ND4 _gene__ ~ forw AACATTACTTATTACTGGG
mir-18la-1//mir-18la-2_Oryzias latipes_ AACATTCAACGCTGTCGGT
mir-18la-1//mir-18la-2_Oryzias latipes_ AACATTCAACGCTGTCGGTG
mir-181b-1//mir-181b-2_Canis familiaris_ AACATTCATTGCTGTCGGTG
unknown_AACATTGTCTGAAAC
unknown_AACCTTCCTTGGATGTCTGAGCG

Alim mtgenome_complete AAGAAAGACGCTCTCGTAA

mir-22a Danio rerio_ AAGCTGCCAGCTGAAGA

mir-22b Danio rerio_ AAGCTGCCAGTTGAAGAGCT

mir-2188 Danio rerio_ AAGGTCCAACCTCACATGTC

mir-152 Tetraodon nlgrov1r1dls AAGTTCTGTGATACACTCTGA
unknown_AATCCTGATGAACCAAACATCCTGAGC

mir-731_Oryzias latipes AATGACACGTTTTCTCCCGG
16S_rRNA_forw_ AATGATCCAGAAATA

Cyt-b _gene_ forw AATGCCCTGTTAGATTTACCTACGC
COI_gene_forw . AATTAATACAAGCGTGGAGTGACTTA

unknown AATTTTTGACGGTCTCTACGGAGAC

mir-199c Bos taurus _ACAGTAGTCTGCACATTG
mir-199-1//mir-199-2_Danio rerio ACAGTAGTCTGCACATTGG
mir-140 Oryzias latipes ACCACAGGGTAGAACCACGG
unknown_ACCAGGTGCCGTAAGC

mir-181a-2 _Danio rerio_ ACCATCGACCGTTGACTGTA
mlr-lSla-S Salmo salar ACCATCGACCGTTGACTGTG
mir-3570_Rattus norvegicus_ACCATCGACCGTTGATTGTA Fig 5E
unknown_. ACCATTGATGATCGTTC
unknown_ACCCGTGGAGGTGGAGGCTG

mir-10b_Sarcophilus harrisii_ ACCCTGTAGAACCGAA
mir-10b_Homo sapiens_ACCCTGTAGAACCGAATTTG
unknown_ACCTTCCTTGGATGTCTGAGCG
unknown_ACGCCTGTCTGAGGGTCGC

mir-8160//mir-8161_Salmo salar AGAATAATGCCAGCAGTCGG
mir-27b_Homo saplens AGAGCTTAGCTGATTGGTGA

mir-222 Homo sapiens_AGCTACATCTGGCTACTGGGT
mir-92a-1_Oryzias latipes_ AGGTTGGGAGAGGTGGCAATG
mir-203_Mus musculus_AGTGGTTCTAGACAGTTCAA
mir-203b_Danio rerio AGTGGTTCTCAACAGTTCAA
ND5_gene__ forw ATAAACTCATCATATCTAAACGC

mir-10b Sarcophllus harrisii ATACCCTGTAGAACCGAATTT
mir-2478 _Bos taurus ATCCCACTTCTGACAC

unknown_. ATCCCATCCTCGTCGC

unknown_ATCCTGTTCGTGACGC

mir-103-1//mir-107//mir-103-2_Oryzias latipes_AGCAGCATTGTACAGGGCTA



unknown_ATGACATGATGACAAAAGCTGTATGA

mir-215 Homo sapiens_ATGACCTATGAATTGACAG
unknown_ATGCGGCCGGCGGCE

mir-183-1//mir-183-2 Oryzias latipes_ ATGGCACTGGTAGAATTCAC
125 _rRNA_ forw_ ATTAAGCAATGAACGTAAGATCGAC

Cyt-b gene forw ATTTTACGCTCCGTC

unknown ATTTTTGACGGTCTCTACGGAGAC

125 _rRNA_forw CAAAATAGAACTGGTAAATCTCGTG

mir-17 Ory21as latipes_CAAAGTGCTTACAGTGCAG
unknown_CAACCTTCCTTGGATGTCTGAGCG
unknown_CAAGTGCTACACATTGGGGT
unknown_CAAGTGCTACACTTTGAGGT
unknown_CAAGTGCTACACTTTGGGGT

Dloop 1 misc_feature_none_CACAGAACAACTTGGG
unknown_CACCTTGCTCGCTGTAG
mir-199-1//mir-199-2_ Danio rerio_ CAGTAGTCTGCACATTGG
mir-301lc_Danio rerio_ CAGTGCAATAGTATTGTCATA
unknown_CATAATCTGAAGGTCGTGA

mir-3570_Rattus norvegicus_CATCGACCGTTGATTGTA
mir-126 Taenlopygla guttata CATTATTACTTTTGGTAC
mir-18la-1//mir-18la-2_canis familiaris_ CATTCAACGCTGTCGGTG
unknown_CCACAACAAATCTGAGAC
unknown_CCAGGCAGTGAGACGG

unknown_ CCAGGTGCCGTAAGC

mir-3570_Rattus norvegicus_CCATCGACCGTTGATTGTA
unknown_CCATTTTGTCTGAGGT
mir-125a-1//mir-125a-2_Danio rerio_ CCCTGAGACCCTTAACCTGT
unknown_CCGCCTCGCCGGGGTCTCCC
unknown_CCGTCGGAAGCGCGGCGCGCGGEC
unknown_CCTCGCGCGGGGCGETGTCCG

mir-10b_Ovis aries_CCTGTAGAACCGAATTTG
unknown_CGATTCCCGGGCGGCGCAC
unknown_CGCCTGTCTGAGGGTC
unknown_CGGCGACTTTGGACGTGTG

unknown_ CGGCGGCGACTTTGGACGTGTG
unknown_CGGTCCCTGCGGAGCG

unknown_ CTAATGGATAAGGCAC

unknown_ CTACGCCTGTCTGAGGGTC

165S_rRNA_forw_ CTGACACATGTTCAACGG

unknown_ CTGCGTTCGCGCTCTCCCC

tRNA_unknown-Ser_ tRNA_forw CTGCTAACGTTGTTC
mir- lob Homo saplens CTGTAGAACCGAATTTG
unknown_CTGTCGACCGGAGCGGACTGC
unknown_CTGTTGTGATGAACCTT

unknown_ CTGTTGTGATGAACTAT

ND5_gene_forw_ CTTAACAATGCTGGG

mir-30e_Oryzias latipes_CTTTCAGTCGGATGTTTG
unknown_GAAAAACAGCCCTCGATCCAACCTTTT
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mir-196_Taeniopygla guttata TAGGTAGTTTCATGTTGTTG
mir-183-1//mir-183-2 Oryzias latipes_TATGGCACTGGTAGAATTCA
mir-135b_Danio rerio_ TATGGCTTTTTATTCCTATC
mir-455-1//mir-455-2_Danio rerio_ TATGTGCCCTTGGACTACAT
tRNA_unknown-Cys_ tRNA rev_’ TATGTGTAGATTGCAAAT
mir-92a_Sarcophilus harrisii TATTGCACTTGTCCCGGCCT
mir-26a-1//mir-26a-2_Homo sapiens_TCAAGTAATCCAGGATAGG
mir-148 Oryzias latipes TCAGTGCATTACAGAACTT
mir-338-1//mir-338-2//mir-338-3_Oryzias latipes_ TCCAGCATCAGTGATTTTG
mir-3963_Mus musculus_ TCCCACTTCTGACAC
UﬂkﬂOWﬂ_TCCCATATGGTCTAGCGGTTAGGATTC
unknown_TCCCCGTACGGGCCAC

unknown_ TCCTCACCGCCGGCCTTGACTAGC

mir-205_Cricetulus griseus_TCCTTCATTCCACCGGAGT
mir-205_Cricetulus griseus_ TCCTTCATTCCACCGGAGTC
unknown_TCGGTAGAGCATCAG

unknown_ TCGGTAGAGCATGAG

mir-126_Sarcophilus harrisii TCGTACCGTGAGTAATAAT
unknown_ TCTAAAGGTCTTTGGTCTCA

tRNA_unknown-Ser_ tRNA_ forw TCTGCTAACGTTGTTC
mir-146a_Danio rerio TGAGAACTGAATTCCATAGAT

mir-143 Oryzlas latlpes TGAGATGAAGCACTGTAG
ND5_gene_forw_TGAGGAAGCATCCTTGCTGGA

let-7i_Sus scrofa_ TGAGGTAGTAGTTTGTGCTG

let-7j_Danio rerio_TGAGGTAGTTGTTTGTACAG

tRNA_ unknown-Ser_ tRNA forw TGAGTGAAGCTCAGGG

mir-lb Mus musculus_TGGAATGTAAAGAAGTATGT
mir-122 Homo sapiens_TGGAGTGTGACAATGGTGTT
unknown_TGGTTAGGATTCGGCGCTCTCACCG

mir-194 Oryzias latipes TGTAACAGCAACTCCATGTG
mir-19d _Oryzias latipes TGTGCAAACCCATGCAAAAC
mir-19b-1 Oryzias latipes_TGTGCAAATCCATGCAAAAC
mir-19a_ Taeniopygia guttata_ TGTGCAAATCTATGCAAAGC
unknown_TGTTGTGATGAACTAT
unknown_TTAAGACTAGCTGAAAT

mir-499a_Homo sapiens_TTAAGACTTGCAGTGATGT

tRNA uukqown-Arg tRNA forw_ TTAAGTCCTTAACTG
mir-27d | Oryzias latlpes TTCACAGTGGCTAAGTT
mir-27d_Oryzias latipes TTCACAGTGGCTAAGTTC
mir-27d_Oryzias latipes_TTCACAGTGGCTAAGTTCA
unknown_TTCCCGGGCGGCGCA

I Rl = ki
TR

uﬁkﬁoWﬁ TTCCTTGGATGTCTGAGCG
uﬂkﬁoWﬁ_TTGCACTGACTTTGAACCTGATTGGTC

unknown TTGCACTTGTCCCGGCCT

mir-153 Canis familiaris TTGCATAGTCACAAAAGTGA
unknown_TTGGTCCCCTTCAACCAGCT
mir-218-1//mir-218-2_Homo sapiens_TTGTGCTTGATCTAACCAT
mir-30e_Oryzias latipes TTTCAGTCGGATGTTTGCA
unknown_TTTCGCCTCTAGCTGA

mir-30la-1_Salmo salar TTTGACAATGTTGCACTA
mir-182 Danio rerio_TTTGGCAATGGTAGAACTCA
mir-375_Homo sapiens_TTTGTTCGTTCGGCTCGCGT
mir-722 Danio rerio TTTTGCAGAAACGTTTCAGA
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165_rRNA_forw GACACATGTTCAACGG
unknown_GACCCCCCGCGTCCCGG
unknown_GATTCGGCGCTCTCACCGCCGCGGC
unknown_GCCCGCATTCTCCAC

mir-130c_Oryzias latipes_ GCCCTTTTTCTGTTGCACTA
unknown_GCGACTTTGGACGTGTG
unknown_GCGGCGACTTTGGACGTGTG
unknown_GCGGCGGCGACTTTGGACGTGCTG
unknown_GCGTTCGCGCTCTCCCC
unknown_GCGTTGGTGGTATAGTGGTTAGCATA

mir-19a_Danio rerio_ GCTAGTTTTGCATAGTTGCA
unknown_GCTCTGGTCTAGCTCA
mir-130c-1//mir-130c-2_Ictalurus punctatus_GCTCTTTTTCTGTTGTACTA
mir-2188_Danio rerio_ GCTGTGTGAGGTTAGACCTA
unknown_GGCGACTTTGGACGTGTG
unknown_GGCGGCGACTTTGGACGTGCTG
unknown_GGGGTCTCCCCGTCCCCGG

mir-10b_Cyprinus carpio_ GTACCCTGTAGAACCGAATTT
unknown_GTCCCACCGGAGTCGC
unknown_GTCGGAAGCGCGGCGCGCGG
tRNA_unknown-Cys_tRNA rev_ GTCTCGAGTATGTGTAGATTGCAAAT
unknown_ GTTTACGGCCATACCACCCTGAACACG

mir-737 Ophlophagus hanunknownh_GTTTTTTTAGGTTTTGATTT
mir-9-3 Ophlophagus hanuqkﬂOWﬁh TAAAGCTAGAGAACCGAATG
mir-462_Danio rerio_ TAACGGAACCCATAATGCAG
mir-462_Danio rerio_ TAACGGAACCCATAATGCAGC

128 _ rRNA forw ' TAAGCAATGAACGTAAGATCGAC

lGS rRNA forw TAAGGAAGTATACTATATGG

mir- lSa_Salmo salar TAAGGTGCATCTAGTGTAGT
mir-200b_Sarcophilus harrisii TAATACTGCCTGGTAATGAT
mir-199c_Bos taurus_TACAGTAGTCTGCACATTGG
unknown_TACCAGGTGCCGTAAGC

unknown_TACGCCTGTCTGAGGGTC

165_rRNA forw TACTTAATAACTAGCTTACACGA
mir-16a_Anolis carolinensis_TAGCAGCACGTAAATATTGG
mir-21-1//mir-21-2 Oryzias latipes TAGCTTATCAGACTGGTGTT
mlr—21 l//mlr—Zl 2 Oryzxas latipes_TAGCTTATCAGACTGGTGTTG




4dpd_4hrA
4dpd 24hrA
12dpd_4hrA
12dpd_24hra
12dpd_2hrR
12dpd_24hrR
20dpd_t0
20dpd_2hra
20dpd_6hra
20dpd_2hrR
20dpd 24hrR

D2_4hrA

D2 24hrA
D2 _2hrR
D2_24hrR
4dpd t0
4dpd_24hrR
12dpd t0

D2 t0
| 4dpd 2hrR

J

unknown_AATGTCACGGCAGATGAGCTTCTTT
mir-18la-1_Oryzias latipes_ACCATCGACCGTTGACTGT
unknown_AGTGGTTAGGATTCGGCG

mir-9-2 Tetraodon nigroviridis AGTGTTCTGCTCGTC?
mir-2478 Bos taurus_ATCCCACTTCTGACACC
unknown_ ATGTCCACCAGTAGC
unknown_ATGTCCACCAGTAGCG
unknown_ATTCGGCGCTCTCACCGCCGCGGCCC
mir-10b-2_ Danio rerio CAAATACGTCTCTACAGGAA
unknown_CAGTCGGTAGAGCATGAGAC
unknown_CCCGTCGGGGGCCCC
unknown_CCCGTCGGGGGCCCCGT
unknown_CCCGTCGGGGGCCCCETC
unknown_CCCGTGGAGGTGGAGGCTGC
unknown_CCTGACCGATCGGACACCGAGA
unknown_CGGAAGCGTGCTGGGC
unknown_CGGTAGAGCATGAGA
unknown_CGGTAGAGCATGAGAC
unknown_CTGACCGATCGGACACCGAGA

mir-214 Oryzias latipes_GAATATCCTCCAACCTG
unknown_GACCGATGATGTTGAACCAAA
unknown_GATTCGGCGCTCTCACCGCCGCGGCCC
unknown_GGCTAGCTCAGTCGGTAGAG
unknown_GGTAGAGCATGAGAC
unknown_GGTTAGGATTCGGCG
unknown_GGTTAGGATTCGGCGCTCTCACCG
unknown_GTAGCGTTCGGTGAGA
unknown_GTGGTGGAAAAGTGTT
unknown_GTGGTGGAAAAGTGTTT
unknown_GTGGTGGAAAAGTGTTTT
unknown_GTGGTTAGGATTCGGCG
unknown_GTGTGGGACAAGTACAAACT
unknown_GTGTGGGACAAGTACAAACTTT
unknown_GTGTGGGACAAGTACAAACTTTGT
unknown_ GTGTGGGACAAGTACAAACTTTGTTT
unknown_TAGGGGTATGATTCTCGC
unknown_TAGTGGTTAGGATTCGGCG
unknown_TATGGTGCTCCTTCCT
unknown_TATGGTGCTCCTTCCTTT
unknown_TCCCCGTACGGGCCACCA
unknown_TGACCCGATCGGACACCGAG
unknown_TGACCGATCGGACACCGAGA
unknown_TGACCGATCGGACACCGAGACCCGC
unknown TGGTTAGGATTCGGCG
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L L tRNA_unknown-Gln_tRNA rev_ AAAAAGTAAGGATTCGAA

128 rRNA forw__ AAAAGCTTGATCCTG
lZS_rRNA forw_AAAAGCTTGATCCTGG
mir-106a//mir-20b_Bos taurus_AAAAGTGCTCACAGTGCAGG
mir-93_Danio rerio AAAAGTGCTGTTTGTGCAG
mir-93_Danio rerio AAAAGTGCTGTTTGTGCAGG
UﬂkWOWﬁ AAACGAGCGCTGACCTTCGGGG
1 | Alim mtgenome complete AAAGAAGAGCATCTGCA
16S_rRNA_ forw AAAGCAGTTTGATCTAAAGAACGCACC
O B [:ND: —gene_forw AAATGATATATAAGCTCTGAC

] mir-18la-1//mir-18la-2 _Oryzias latipes_ AACATTCAACGCTGTCGG
mir-18la Cyprinus carpio_ AACATTCAACGCTGTCGGTGA
mir-181b Salmo salar AACATTCATTGCTGTCGC
mir-181b Salmo salar AACATTCATTGCTGTCGCTG
mir-181b Salmo salar AACATTCATTGCTGTCGCTGG
mir-181b-1//mir-181b-2 _Canis familiaris AACATTCATTGCTGTCGG
mir-181b-1//mir-181b-2 Canis familiaris AACATTCATTGCTGTCGGT
mir-181b Cricetulus grlseus AACATTCATTGCTGTCGGTGG
mir-100-1//mir-100-2_Oryzias latipes AACCCGTAGATCCGAACT
mir-100-1//mir-100-2_Oryzias latipes AACCCGTAGATCCGAACTT
ND4_gene_forw AACTATAGTACTGGC
lZS rRNA forw AACCAATCGAACCTAACGATCCGAC
lGS YRNA_forw AAGCAGTTTGATCTAAAGAACGCACC
mir-22-17/mir-22-2_Oryzias latipes_ AAGCTGCCAGCTGAAGAAC
mir-731_Salmo salar AATGACACGTTTTCTCCCGGA
tRNA unknOWﬁ—Lys tRNA forw_ AATTTCGGTGTAAAA
mir-214 _Danio rerio_. ACAGCAGGCACAGACAGGC
mir-214 Homo saplens ACAGCAGGCACAGACAGGCA
mir-3604-1//mir-3604-2_Bos taurus_ACAGTAGTCTGCACATTGGT
mir-181b-1//mir-181b-2 Homo sapiens_ ACATTCATTGCTGTCGGTGG
mir-18la-5 Salmo salar ACCATCGACCGTTGACTGTGC
mir-10b sarcophllus harrisii _ACCCTGTAGAACCGAAT
mir-10d_Danio rerio ACCCTGTAGAACCGAATGTG
mir-10c_Danio rerio ACCCTGTAGATCCGGATTTG
unknown_ACGGTCCCTGCGGAGCG
16S__ rRNA forw_ ACGTGATCTGAGTTCAGA
mir- 20a Danio rerio_ ACTGCAATGTGAGCACTTGAA
Uﬂk1OWﬂ_ACTTATGATGATATAAAGGGA
unknown_ACTTTGGACGTGTGCCGGGCC
mir-219-1//mir-219-2_Danio rerio AGAATTGTGCCTGGACATC
mir-219a-2//mir-219a-1 Ictalurus | punctatus_AGAATTGTGCCTGGACATCT
mir-219-1_Anolis carolinensis_AGAATTGTGTCTGGACATCT
unknown_AGACGTCCCGAGGACTGGT
mir-103b-1//mir-103b-2_Homo sapiens_AGCAGCATTGTACAGGGCTAT
[:168 rRNA_forw . AGCAGTTTGATCTAAAGAACGCACC
mir-222 Cyprlnus carpio_AGCTACATCTGGCTACTGGG
mir- 222a Anolis carolinensis _AGCTACATCTGGCTACTGGGTC
mir-221 Cyprlnus carpio_. AGCTACATTGTCTGCTGGG
mir-221-3_Ictalurus punctatus_AGCTACATTGTCTGCTGGGT
unknown_AGCTAGAAACTTTGCCTGGG
mir-138_Cricetulus griseus_AGCTGGTGTTGTGAATCAGGC
mir-144 Oryzias latipes_ AGGATATCATCTTATACTGTAA
mir-25_Homo Sapleﬂs AGGCGCGAGACTTGAGCAATT
mlr 25 _Homo sapiens_AGGCGGAGACTTGAGCAATTG



unknown_AGTGTCCGGCCGGGGC

mir-9-3_ Ophiophagus hanunknownh_ ATAAAGCTAGAGAACCGAATG
mir-9b-3//mir-9b-1//mir-9b-2_Rattus norvegicus_ ATAAAGCTAGATAACCGAAA
mir-23b_Ovis aries ATCACATTGCCAGGGATTAC

mir-23a | Nonodelphls domestica ATCACATTGCCAGGGATTTC
unknown ATCAGATACCGTCGTAGT

mir-1260_Cricetulus griseus_ ATCCCACCGCTGCCAC
mir-3963_Mus musculus_ATCCCACTTCTGACA

mir-215_ Homo sapieqs ATGACCTATGAATTGACA

mir-192 Danio rerio ATGACCTATGAATTGACAGC

uﬁkﬂOWW ATTGCACTTGTCCCGGCCT

mir-25 Homo sapiens_ATTGCACTTGTCTCGGTCT

125 rRNA forw_ ATTTAAAATAAAGCTGAAC

mir-17 Ory21as latipes_ CAAAGTGCTTACAGTGCAGG
mir-100_Tetraodon nigroviridis_ CAAGCTCGTATCTATAGGTA
mir-18lc_Danio rerio_ CACATTCATTGCTGTCGGTG

mir- 18lc Danio rerio_| _CACATTCATTGCTGTCGGTGG
mir-3604-1//mir-3604-2_Bos taurus CAGTAGTCTGCACATTGGT
unknown_! CAGTCGGTAGAGCATCAG
u1kﬂ0Wﬂ_CAGTCGGTAGAGCATGAG

mir-130c_Oryzias latipes_CAGTGCAATATTAAAAGGG

COIII gene_ forw CATAGTAGATCCAAG
mir-18la-2//mir-18la-1 Homo sapiens_CATTCAACGCTGTCGGTGA
mir-25_Sarcophilus harrisii_ CATTGCACTTGTCTCGG
mir-25_Sarcophilus harrisii CATTGCACTTGTCTCGGTC
mir-25_Sarcophilus harrisii CATTGCACTTGTCTCGGTCT
unknown_CCATATGGTCTAGCGGTTAGGATTCC
mir-199a-1//mir-199a-2_Anolis carolinensis_CCCAGTGTTCAGACTACCTGT
unknown_CCCGGGTTTCGGCAC

tRNA unknown-His tRNA forw CCCTAGATTGTGATT

unknown CCGGAGCGGACTGCCCTCAGTGCG

uﬁkﬂOWW CCTCCCCCCGCCGTCGGA

uﬁkﬁoWﬁ CGACCGGAGCGGACTGC

mir-128-1_salmo salar CGGGGCCGGGACGCTGTCTGAFig 5F
[:uﬂkﬂOWﬁ CGGGGTCTCCTCGCGCGGG

mir- 126_Ophlophagus hanunknownh_ CGTACCGTGAGTAATAATG
Alim mtgenome_complete CTAAAAGTTTTCACAAGCAC
tRNA_unknown-Cys_tRNA rev_CTCGAGTATGTGTAGATTGCAAAT
uﬁkﬂOWﬂ CTGTGTGATGATCGATTTAAAACTGA

mir-30e_Oryzias latipes_ CTTTCAGTCGGATGTTTGCA
unknown_ CTTTCCGTCGTGACA
unknown_CTTTGGTTATCTAGCTGTAT

12S_rRNA_ forw GAAGATCTAACAGTAGGCGAGATCGGC
unknown_GAGAAGACGATCGAACTTGA

mir-219-2 _Danio rerio_ GAGAATTGTGCCTGGACATC

unknown_ GAGACGTCCCGAGGACTGGT
uﬁkﬂOWﬂ_GAGTGTCCGGCCGGGGC
unknown_GCATTGGTGGTTCAGTGGTAGAAT
unknown_GCATTGGTGGTTCAGTGGTAGAATT
unknown_GCGACTTTGGACGTGTGCCG
unknown_GCTACGCCTGTCTGAGGGTCGC

mir-301_Fugu rubripes_ GCTTTGACAATGTTGCACTA
mir-219-3_Danio rerio_ GGAGTTGTGGATGGACATCAC

mir-144 Oryzias latipes_GGATATCATCTTATACTGTAA
unknown_GGGTTCGATTCCCGGTCAGGGAAC

mir-30a_Homo sapiens_GTAAACATCCTCGACTGGAAG

mir-462 Oryzias latipes_GTAACGGAACCCATAATGCAG

tRNA_ unknown-Cys_tRNA rev_GTCTCGAGTATGTGTAGATTG
tRNA | _unknown- -Cys_ tRNA rev_ ' GTCTCGAGTATGTGTAGATTGCAAA
mir- 203b Rattus 1orveglcus GTGAAATGTTTAGGACCA
mir-203b_Homo sapiens GTGAAATGTTTAGGACCAC



mir-203b_Rattus norvegicus_GTGAAATGTTTAGGACCACT
unknown_GTGTGGGACAAGTACAAACTTTG

mir- 27b Homo sapiens_ GTTCACAGTGGCTAAGTTCT

uﬁkﬁoWﬁ GTTCCCGCTCTCCCC

u1kﬂOWﬂ_GTTTCCGTAGTGTAGTGGTTA

tRNA_unknown-Gln_ tRNA_ rev_TAAAAAGTAAGGATTCGAA

mir-9-3 Ophiophagus hanunknownh TAAAGCTAGAGAACCGAAT
mir-9-17/mir-9-4 Ophiophagus hanunknownh TAAAGCTAGATAACCGAAAG
mir-106a_Oryzias latipes TAAAGTGCTTACAGTGCAGG

mir-106a Oryzias latipes_ TAAAGTGCTTACAGTGCAGGT
mir-20a-1//mir-20a-2_Oryzias latipes_ TAAAGTGCTTATAGTGCAG
mir-20a-1//mir-20a-2 Orﬂlthorhynchus aunknowntinus_ TAAAGTGCTTATAGTGCAGG
mir-20a-1//mir-20a-2_Oryzias latipes_TAAAGTGCTTATAGTGCAGGT
mir-734_Salmo salar TAAATGCTGCAGAATTGTGC
mir-200a_Sarcophilus harrisii TAACACTGTCTGGTAACGA
mir-200a_Oryzias latipes TAACACTGTCTGGTAACGAT
unknown_TAAGCCTTCATTCTTCCCGG

unknown_TAAGGCACGCGGTGAATG

unknown_TAAGGCACGCGGTGAATGC

mir-18b Capra hircus_TAAGGTGCATCTAGTGCAG

mir-18a Salmo salar TAAGGTGCATCTAGTGTAG
unknown_TAAGTGCTGATTGTTGGTG
unknown_TAAGTGCTGATTGTTGGTGT

mir-429 N01odelph1s domestica_ TAATACTGTCTGGTAATGCC
ATPase_6_gene_ forw ' TAATCACCACACAGGCTTGACTCATTA
mir-216b _Danio rerio TAATCTCTGCAGGCAACTGT

mir-3120" _Homo sapleﬂs TACAGCAGGCACAGACAGGC

mir-3120_ _Homo sapiens_TACAGCAGGCACAGACAGGCA
mir-3604-1//mir-3604-2 Bos taurus TACAGTAGTCTGCACATTGGT
mir-10b_Sarcophilus harrisii TACCCTGTAGAACCGAAT
mir-10d_Danio rerio_ TACCCTGTAGAACCGAATG

mir- lOd Danio rerio_ _TACCCTGTAGAACCGAATGTG

mir-10b . _Sarcophilus harr1811 TACCCTGTAGAACCGAATT
mir-10b_Homo sapiens_TACCCTGTAGAACCGAATTTG
mir-10c_Danio rerio_ TACCCTGTAGATCCGGAT

mir-10c_Danio rerio_ TACCCTGTAGATCCGGATT

mir-10c_Danio rerio_ TACCCTGTAGATCCGGATTTG
unknown_TACCTGGTTGATCCTG

Alim mtgenome_complete TACGCCACAACTCGA
unknown_TACGCCTGTCTGAGGGTCGC

mir-217_Danio rerio_TACTGCATCAGGAACTGATT

mir-217 Homo sapiens_TACTGCATCAGGAACTGATTG

mir-15a Oryzias latipes_TAGCAGCACGGAATGGTTT

mir-15a Oryzias latipes TAGCAGCACGGAATGGTTTG
mir-l6a_Anolis carolinensis_ TAGCAGCACGTAAATATT
mir-183=1//mir-183-2 Ory21as latipes_TATGGCACTGGTAGAATTCAC
mir-135b Danio rerio TATGGCTTTTTATTCCTATCT

mir-455-2_ Danio rerio_ TATGTGCCCTTGGACTACA

mir-92a Sarcophllus harrlsxl TATTGCACTTGTCCCGG

mir-92a_ Sarcophilus harr1511 TATTGCACTTGTCCCGGC
mir-92a . _Sarcophilus harr1511 TATTGCACTTGTCCCGGCC
mir-128 Oryzias latipes_ TCACAGTGAACCGGTCTC
mir-128-1//mir-128-2 Homo sapiens_TCACAGTGAACCGGTCTCT
mir-148 Oryzias latipes TCAGTGCATTACAGAACTTT
unknown_TCCATCACTGTGTGCCTCTCA

mir-1260 _Cricetulus griseus_TCCCACCGCTGCCAC

unknown_’ TCCCATATGGTCTAGCGGTTAGGA
uﬂkﬂOWﬂ_TCCCATATGGTCTAGCGGTTAGGATT

mir-2898_ Bos taurus_TCCCCGGCATCTCCA

uqquWﬂ TCCCGGGCGGCGCAC




mir-1Z5b_Capra hircus_TCCCTGAGACCCTAACTTGT
mir-125a-1//mir-125a-2_Danio rerio TCCCTGAGACCCTTAACCT
mir-125a-1//mir-125a-2_Danio rerio_ TCCCTGAGACCCTTAACCTG
mir-125a-1//mir-125a-2_Danio rerio TCCCTGAGACCCTTAACCTGT
unknown TCCCTGGTGGTCTAGTGGTTAGGAT
uﬁkﬂOWﬁ_TCCGGGTGCCCCCTC

mir-205_Cricetulus griseus_TCCTTCATTCCACCGGAG

tRNA uﬂkﬂoWﬂ—Cys tRNA rev_ TCGAGTATGTGTAGATTGCAAAT
uﬁkﬂOWﬁ TCGATTCCCGGGCGGCGCA

uﬂkﬂOWﬁ_TCGGTAGAGCATGAGA

mir-126_Ophiophagus hanunknownh TCGTACCGTGAGTAATAATG
mir-139 Oryzias latipes_TCTACAGTGCATGTGTCTCCA
unknown_TCTCGCGGATCTCCTCGG

unknown_TCTTTGGTTATCTAGCT

unknown_TCTTTGGTTATCTAGCTG

unknown_TCTTTGGTTATCTAGCTGT

mir-203b_Homo sapiens_TGAAATGTTTAGGACCAC

mir-203b_Homo sapiens_TGAAATGTTTAGGACCACT
mir-203a_Danio rerio TGAAATGTTTAGGACCACTT

mir-143 Homo sapiens_ "~ TGAGATGAAGCACTGTAGC
let-7d-1//let-7d-2_Danio rerio_ TGAGGTAGTTGGTTGTATG
let-7d-1//let-7d-2_Danio rerio_TGAGGTAGTTGGTTGTATGG
mir-190a_Homo sapiens_TGATATGTTTGATATATTAGGT
tRNA_unknown-Ala_ tRNA_ rev_TGCAGAAGATGTGGGTTTGA
tRNA_unknown- Ala tRNA rev_ — TGCAGAAGATGTGGGTTTGACTCCTG
mir-222a-1//mir-222a-2_salmo salar_ TGCTCAGTAGGCAGTGTAGATC
mir-222a Ictalurus punctatus_ TGCTCAGTAGTCAGTGTAGA
mir-222a_Danio rerio TGCTCAGTAGTCAGTGTAGAT

mir-184 Homo sapiens_TGGACGGAGAACTGATAA

mir-184 Tetraodon nigroviridis_ TGGACGGAGAACTGATAAG
mir-184 Homo sapiens_TGGACGGAGAACTGATAAGG
mir-30c_Danio rerio TGTAAACATCCTACACTCTC
mir-30c_Anolis carolinensis TGTAAACATCCTACACTCTCA
mir-30c_Danio rerio TGTAAACATCCTACACTCTCAG

unknown_ TGTAGATAGCTCTTTGAACG

mir-19d Danio rerio TGTGCAAACCCATGCAAAACT

mir-19b Anolis carolinensis_TGTGCAAATCCATGCAAAACT
mir-19b Anolis carolinensis_TGTGCAAATCCATGCAAAGCT
mir-19a_Homo sapiens_TGTGCAAATCTATGCAAAACT
mir-19a_Taeniopygia guttata TGTGCAAATCTATGCAAAGCT
mir-155_Taeniopygia guttata TTAATGCTAATCGTGATAGGG

Alim mtgenome_complete TTACGCCACAACTCGA

Alim |_mtgenome_ complete TTATACTCGGGGCAGGACGTTTTG
mir-26a-1//mir-26a-2_Homo sapiens_TTCAAGTAATCCAGGAT
mir-26-1//mir-26-2_Anolis carolinensis TTCAAGTAATCCAGGATA
mir-26-1//mir-26-27/mir-26-3_Oryzias latipes TTCAAGTAATCCAGGATAG
mir-27b_Homo sapiens_TTCACAGTGGCTAAGTTCT
mir-27c-1//mir-27c-2_Danio rerio_ TTCACAGTGGTTAAGTTCT
COIII_gene_forw TTCCTCCGGTGTTACTGTAA

mir-184_Homo sapiens_TTGGACGGAGAACTGATAAGG
unknown_TTGGTCCCCTTCAACCAGC

mir-218b Oryzias latipes_ TTGTGCTTGATCTAACCATG

mir-182 Homo sapiens_TTTGGCAATGGTAGAACT

mir-182 Capra hircus_TTTGGCAATGGTAGAACTC

unknown TTTGGTCCCCTTCAACCAGC
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4dpd_4hrA
4dpd 24hraA
12dpd_4hra
12dpd_24hra
12dpd_2hrR
20dpd_t0
20dpd_2hrA
20dpd_6hrA
20dpd_2hrR
20dpd 24hrR

d 2hrR

12dpd t0

D2 4hrA

D2_24hrA
4dpd 24hrR
12dpd 24hrR

4dpd t0

D2 t0

| D2 24hrR
| 4dp

mir-451 Bos taurus AACCGTTACCATTACTGAGTTT

mlr-laa Salmo salar ' AAGGTGCATCTAGTGTAGTTG

mir-429 Mus musculus _AATACTGTCTGGTAATGCCGT
mir-181a-2//mir-18la-1_Homo saplens ACATTCAACGCTGTCGGTGA
mir-18la-2//mir-18la-1_Homo sapleqs ACATTCAACGCTGTCGGTCGAG
mir-18la-2//mir-18la-1_Homo sapiens_ACATTCAACGCTGTCGGTGAGTFig 5J
mir-18la-1l_Oryzias latlpes ACCATCGACCGTTGACTGT

mir-18la-1 Sarcophllus harrisii ACCATCGACCGTTGATTGT
mir-16b Danio rerio_. AGCAGCACGTAAATATTGGAG
mir-16-1//mir-16-2_Homo sapiens_ AGCAGCACGTAAATATTGGCFIg 5K
mir-16-1//mir-16-2_Homo sapiens_AGCAGCACGTAAATATTGGCG
mir-22a_Danio rerio_ AGCTGCCAGCTGAAGAACT

mir-22a Danio rerio AGCTGCCAGCTGAAGAACTG

mir-22a Danio rerio AGCTGCCAGCTGAAGAACTGT

mir-2188 _Gallus gallus AGGTCCAACCTCACATGTCCT

mir-455-1 Danio rerio ATGTGCCCTTGGACTACATCG

mir-140 Gallus gallus CCACAGGGTAGAACCACGGAC

uﬂkﬁoWﬂ CCACGCACTCGCACCACCGECCC

mir-199b-2 _Monodelphis domestica_ CCAGTGTTCAGACTACCTGTTC
mir-18la-2_Ornithorhynchus aunknowntinus _CCATCGACCGTTGACTGTACC
mir-18la-1_Sarcophilus harrisii | CCATCGACCGTTGATTGT
unknown_CCGGAGCGCCGCGACTC

unknown_CGGAGCGCCGCGACTC

unknown_CGGAGCGCTGCGACTC

mir-143_ Homo sapieqs GAGATGAAGCACTGTAGCT

mir-143 Homo sapiens_GAGATGAAGCACTGTAGCTC

uqkqown GAGGTCACTCTGACT

mlr-222a Danio rerio GCTCAGTAGTCAGTGTAGATCC

unknown_| GGTCCCTGCGGAGCGCC Flg

mir-30f Bos taurus_GTAAACACCCTACACTCTCGGC

mir-30d_Oryzias latipes_GTAAACATCCCCGACTGGAAGC
mir-30d_Bos taurus_GTAAACATCCCCGACTGGAAGCT

mlr—30b Homo sapiens_GTAAACATCCTACACTCAGCT
mir-30c=2//mir-30c-1_Homo sapiens_GTAAACATCCTACACTCTCAGC
mir-30c-2//mir-30c-1_Canis familiaris_ GTAAACATCCTACACTCTCAGCT
mir-26a-1//mir-26a-2_Homo sapiens_ TCAAGTAATCCAGGATAGGCT
mir-26a-1//mir-26a-3_Danio rerio_ TCAAGTAATCCAGGATAGGCTT
mir-26b Danio rerio TCAAGTAATCCAGGATAGGTT

mir-27e_Danio rerio_ TCACAGTGGCTAAGTTCAGT

mir-27b Homo sapiens_TCACAGTGGCTAAGTTCTG

mir-27b_Homo sapieﬂs TCACAGTGGCTAAGTTCTGC

mlr—27b Danio rerio TCACAGTGGCTAAGTTCTGCA
mir-27c-1//mir-27c-2_Danio rerio_ TCACAGTGGTTAAGTTCTG
mir-27c-1//mir-27c-2_Danio rerio_ TCACAGTGGTTAAGTTCTGC
mir-27c_Cyprinus carpio_ TCACAGTGGTTAAGTTCTGCC
mir-204_Homo sapiens_TCCCTTTGTCATCCTATGCCT
mir-183_Hippoglossus hippoglossus_TGGCACTGGTAGAATTCACTGT

miv_ 182 _1//mivy_152_72 Annliec mavalinancic MMACATAATOACAAANATS



unknown-Gln_unknown_rev_AAAAAGTAAGGATTCGAACCT
unknown_ ACCGGAGCGGACTGCCC
unknown_ACGGTCCCTGCGGAGCGCC

unknown_ AGAGCCCGGATAGCTCAGTCGGTAG

mir-92a-2_Oryzias latipes_AGGTGGGGATTAGTAGCAATGC
mir-92a-2_Oryzias latipes_AGGTGGGGATTAGTAGCAATGCT
unknown_AGTCAGAATCCTGCCT
unknown_AGTCGGTAGAGCATCAGAC
unknown_AGTGTCCGGCCGGGGCCC

mir-2478_Bos taurus_ATCCCACTTCTGACACCA

unknown_ ATCCTGCCGACAACGCCA

unknown_ ATCCTGTTCGTGACGCCA

unknown_ ATGTCCACCAGTAGCGC

mir-10b-2_Danio rerio CAAATACGTCTCTACAGGAATA
unknown_CACCGCCGCGGCCCG

mir-27c_Fugu rubripes CAGGACTTAACCCACATGTGAGCA
unknown_CAGTCGGTAGAGCATCAGA

unknown_ CAGTCGGTAGAGCATCAGAC

mir-200b_Danio rerio_ CATCTTACGAGGCAGCATTGGA
mir-4335_Sus scrofa CCCACGTTGGGCGCC
unknown_CCCGTCGGGGGCCCCGT

unknown_CCCGTCGGGGGCCCCGTC
unknown_CCCGTCGGGGGCCCCGTCCC

unknown_ CCGGAGCGGACTGCCC

mir-128-1_Salmo salar_ CGGGGCCGGGACGCTGTCTGAGA
unknown_CGGTCCCTGCGGAGCGC
unknown_CTGAATCCAGCGATCCGAGT

unknown_GGGTATGATTCTCGC

unknown_GGGTATGATTCTCGCT

unknown_GGTAGAGCATCAGAC

unknown_GGTAGAGCATGAGAC

unknown_GGTATGATTCTCGCT
unknown_GGTTAGGATTCGGCGCTCTCACCGCC
unknown_GTCGGTAGAGCATCAGA

unknown_GTCGGTAGAGCATCAGAC

unknown-Gln_ unknown_rev_TAAAAAGTAAGGATTCGAACC
unknown-Gln_unknown_rev_TAAAAAGTAAGGATTCGAACCT
unknown_TCGGTAGAGCATGAGAC

unknown_TCGGTAGAGCATGAGACT
unknown_TCGGTAGAGCATGAGACTC

unknown_TCGTATTGTGCCGCT

unknown_TGACCGATCGGACACCGAG

unknown_TGACCTGATAGAAAAG
unknown_TGCCCGTCGGGGGCCCCETCC
unknown_TGCCCGTCGGGGGCCCCGTCCC

unknown_ TTAAGACTAGCTGAAATCT

mir-100_Tetraodon nigroviridis_ AAGCTCGTATCTATAGGTATG
unknown AATCCAACTCTGATC

mir-216b Tetraodon nigroviridis ACAATCACCTGGAGAGATTCTG
mir-206_Paralichthys olivaceus_ACATGCTTCCTTATATCCCCATA
mir-18la-2_Danio rerio_ ACCATCGACCGTTGACTGTACC
mir-3570_Rattus norvegicus_ACCATCGACCGTTGATTGTACC
unknown_AGCTCTCGCTGGCCC

mir-27c_Fugu rubripes_ AGGACTTAACCCACATGTGAGCA
unknown_AGTCGGTAGAGCATC

unknown_AGTCGGTAGAGCATGAGAC

unknown_ ATCCCATCCTCGTCGCCA

mir-18la-1_Monodelphis domestica ATCGACCGTTGATTGTACC
mir-217_Tetraodon nigroviridis_ CAACAGTACCTGATGCGTTGCC
mir-100_Tetraodon nigroviridis_ CAAGCTCGTATCTATAGGTATG
unknown_CAGTCGGTAGAGCATC
unknown_CAGTCGGTAGAGCATGAGAC

mir-3570_Rattus norvegicus_CATCGACCGTTGATTGTACC
mir-200a_Fugu rubripes_ CATCTTACCCGACAGTGCTGGA
mir-3570_Rattus norvegicus_CCATCGACCGTTGATTGTACC
unknown_CCCACCCAGGGACGCCA

mir-4335_Sus scrofa CCCACGTTGGGCGCCA
unknown_CCCGTCGGGGGCCCC
unknown_CCGGGGCTCCGGGGTCTCCTCG
unknown_CCGGGGCTCCGGGETCTCCTCGC
unknown_CCGGGGCTCCGGGGTCTCCTCGCGC
unknown_CCGGGTTTCGGCACCA

mir-1386_Ornithorhynchus aunknowntinus_CCTGGCTGGCTCGCC
mir-26a-1_Danio rerio_ CCTGTTCCGGATGACTTGGTTC
mir-30c_Tetraodon nigroviridis CGGGAGTGGGACTGTTTGCACT




unknown_CGGTAGAGCATGAGACT

unknown_CGGTCCCTGCGGAGC

unknown_CGGTCCCTGCGGAGCGCC

mir-124-1//mir-124-2//mir-124-3_Homo sapiens CGTGTTCACAGCGGACCTTGAT
mir-124-1//mir-124-2//mir-124-3_Homo sapiens CGTGTTCACAGCGGACCTTGATT
mir-18lb-1_ Xenopus tropicalis_ CTCGCTGAACGATGAATGCA
unknown_CTGACCGATCGGACACCGAGACC

let-7c_Homo sapiens_CTGTACAACCTTCTAGCTTTCC

mir-30a_Danio rerio CTTTCAGTCTGATGTTTGCTGT
unknown_GAGTGTCCGGCCGGGGCCC

unknown_GCATTGGTGGTTCAG

unknown_GCCCGCATTCTCCACCA

mir-130c_Oryzias latipes_GCCCTTTTTCTGTTGCACTACT
unknown_GCCGCCCCGTCGCCC

unknown_GGTAGAATTCTCGCC

unknown_GGTAGAGCATGAGACT
unknown_GGTAGAGCATGAGACTC

mir-92a-2 _Oryzias latipes_GGTGGGGATTAGTAGCAATGCT
unknown_GTAGAGCATGAGACT

unkﬂOWH_GTAGAGCATGAGACTC
unknown_GTCGGTAGAGCATGAGAC

unknown_TCCCCGTACGGGCCACCA

unknown_TCCCTGGTGGTCTAG

mir-7550_Ictalurus punctatus_TCCGGCTCGAAGGACC
unknown_TGCGGGATTATGACTG

unknown_TTTAATATGAGGCCA

unknown_AATGGTGTGGAAAGGAT

unknown_ACGACCTCAGATCAGACG

unknown_ATTATGAGATATGAGGGCA

mir-1357_Ornithorhynchus aunknowntinus_CAGATTATGAGATCTGAGGGTC
unknown_CCATTAGTTGTCTATATG

mir-100_ Homo sapiens_CGTAGATCCGAACTTGTG

mir-217 Tetraodon nigroviridis_ CTGCATCAGGAACTGATTGGC

mir- 205_Homo saplens_CTTCATTCCACCGGAGTCTG

let-7e_Danio rerio_ GAGGTAGTAGATTGAATAGTT

unknown_ GAGGTAGTAGGTTGTATAGT
let-7a~1//let-7a-2//let-7a~3_Homo sapiens_GAGGTAGTAGGTTGTATAGTT
let-7g-1//let- 7g-2 Danio rerio_GAGGTAGTAGTTTGTATAGTT
let-7i_Homo sapiens_! GAGGTAGTAGTTTGTGCTGTT
mir-21-1//mir-21-2_Danio rerio_ GCTTATCAGACTGGTGTTGG

mir-10b_Homo sapiens_TGTAGAACCGAATTTGCG
unknown_TGTCTGAGGGTCGAT
unknown_TTACCAGATTCTGAGCAGC
unknown_ACCACGTTCACGTGG
unknown_CGGTCCCTGCGGCGCGCC
unknown_GTCTCTACGGAGCCTG
unknown_TCGGTAGAGAATGAGACT
unknown_TGTCTGCGGGTCGCT

unknown-Gln unknown rev AAAAAGTAAGGATTCGAACC



udknoWﬁ AATGTCACGGCAGATGAGCTTCTTT
unknOWﬂ_ACCCGGCCGTCGCCG
unknown_ACCGGAGCGGACTGC
unknown_ACCGGAGCGGACTGCC
unknown_ACTCAGAACTGGTGCGGACC
unknown_AGGGGTATGATTCTCGCT

mir-92a-1 _Oryzias latipes_AGGTTGGGAGAGGTGGCAATGCC
unknown_AGTGGTTAGGATTCGGCG

mir-9-2_Tetraodon nigroviridis_AGTGTTCTGCTCGTCA
unknown_ATCACGTCGGGGTCACCA
unknown_ATTCGGCGCTCTCACCGCCGCGGCCC
unknown_ATTCGTATTGTGCCGCT
unknown_CACCCGGCCCGGACA
unknown_CAGTCGGTAGAGCATGAGA
unknown_CATAATCTGAAGGTCGTGAGT
unknown_CATTCGTATTGTGCCGCT
unknown_CCCGTCGGGGGCCCCE
unknown_CCCGTCGGGGGCCCCETCCCCG
unknown_CCCGTGGAGGTGGAGGCTGCAC
unknown_CCGGAGCGGACTGCC
unknown_CCTCACCGCCGGCCTTGACTAGCC
unknown_CGACCGGAGCGGACTGCC
unknown_CGACCGGAGCGGACTGCCC
unknown_CGATGCTGTTTATTCTC
unknown_CGCCCCTCCGCTCCG
unknown_CGGAGCGGACTGCCC

mir-128-1 Salmo salar CGGGGCCGGGACGCTGTCTGA
unknown_CGGTAGAGCATCAGAC
unknown_CGGTAGAGCATGAGAC
unknown_CTCACCGCCGCGGCCC
unknown_CTCACCGCCGCGGCCCG

mir-214 ¢ _Oryzias latipes_ GAATATCCTCCAACCTG
unknown_GACCCCCCGCGTCCCGGGC
unknown_GACCGGAGCGGACTGCCC
unknown_GAGCTCTCGCTGGCCC
unknown_GATTCGGCGCTCTCACCGCCGCGGCCC
unknown_GCAGGTGCGTCCCAC

mir-133b Mus musculus_GCTGGTCAAACGGAACCAAGTC
unknown_GGCTAGCTCAGTCGGTAGAG
unknown_GTAGCGTTCGGTGAGA
unknown_GTGCGGCTGAAGGAAG
unknown_GTGTGGGACAAGTACAAACTTTGTT
unknown_GTGTGGGACAAGTACAAACTTTGTTT
unknown_GTTAGGATTCGGCGCT
unknown_TAGGGGTATGATTCTCGC
unknown_TAGGGGTATGATTCTCGCT
unknown_TAGTGGTTAGGATTCGGCG
unknown_TATGGTGCTCCTTCCTTT
unknown_TCGACCGGAGCGGACTGCCC
unknown_TCGGTAGAGCATCAGAC
unknown_TGACCGATCGGACACCGAGA
unknown_TGACCGATCGGACACCGAGACCCGCC
unknown_TGACCGATCGGACACCGAGACCCGCCC
unknown_TGAGCTCTCGCTGGCCC

mir-128-2_Tetraodon nigroviridis_TGTAGTCTGAGGGTC
unknown_ TTCGTATTGTGCCGCT
udknoWﬂ_TCGGTAGAGCATGAGA
unknown_TTGCGGCCCCGGGTCCGTCCTGGE
mir-3570_Rattus norvegicus_ACCATCGACCGTTGATTGTA
unknown_ATCGCTTCTCGGCCT
unknown_CAGAGGAAACTCTGGTGGAGGCCCG
unknown_CTTTCCGTCGTGACA
unknown_GAGGTGTAGAATAAGTGGGAGACCCT
unknown_GAGTGGAGCCTGCGGCT
mir-183-1//mir-183-2_Oryzias latipes_TATGGCACTGGTAGAATTC
mir-26a-1//mir-26a-2_Homo sapiens_TCAAGTAATCCAGGATAGGC
unknown-Ala_unknown_rev_TGCAGAAGATGTGGGTTTGACTCCTG
Ori-L misc_. feature 1016 — TTTGACTAGGCGGGAGAA
mir-182 Capra hircus TTTGGCAATGGTAGAACTC
Ori-L_misc_feature_none_TTTTTGACTAGGCGGGAGAA
Ori-L misc feature none TTTTTTTGACTAGGCGGGAGAA



4dpd_4hrA
4dpd_24hrA
4dpd_2hrR
4dpd_24hrR
12dpd_t0
12dpd_4hrA
12dpd_24hrh
12dpd_2hrR
20dpd_t0
20dpd_2hra
20dpd_6hrA
20dpd_2hrR
20dpd 24hrR

20 dpd

Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGAT
Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGATA
Alim . |_mtgenome_ complete AAGAAAGACGCTCTCGTAACGATAT
Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGATATCT
unknown_AGTTCATCGTCAGGCT
unknown_ATCACGTCGGGGTCACCA

mir-2478_ Bos taurus_ATCCCACTTCTGACACCA
unknown_ATCCTGTTCGTGACGCCA

mir-10b-2_ Danio rerio_ CAAATACGTCTCTACAGGAATA
unknown_CCCGTGGAGGTGGAGGCTGCAC
unknown_CGATGCTGTTTATTCTC
unknown_CGGTAGAGCATGAGAC
unknown_CGGTCCCTGCGGAGCGCC
unknown_GTAGCGTTCGGTGAGA
unknown_GTGCGGCTGAAGGAAG
unknown_GTGTGGGACAAGTACAAACTTTGTT Fig 5M

Alim mtgenome complete TACGCCACAACTCGACT
unknown_TAGGGGTATGATTCTCGCT
unknown_TCCTCACCGCCGGCCTTGACTAGCCT
unknown_TCGGTAGAGCATCAGAC
unknown_TCGGTAGAGCATGAGAC
unknown_TGACCGATCGGACACCGAGACCCGCCC
mir-206_Homo sapiens_TGGAATGTAAGGAAGTGTGT
unknown_TGGTTAGGATTCGGCGCTCTCACCGCC

Alim mtgenome_complete TTACGCCACAACTCGACT
Alim mtgenome_complete AAGAAAGACGCTCTCGTAACGA
unknown AGGTGTAGAATAAGTGGGAGACC
u1k10w1_AGTCGGTAGAGCATC
unknown_AGTGGTTAGGATTCGGCG
unknown_CAGTCGGTAGAGCATC
unknown_CAGTCGGTAGAGCATCAGAC
unknown_CATAATCTGAAGGTCGTGAGT
unknown_CGGAGCGGACTGCCC
unknown_CTGAATCCAGCGATCCGAGT
unknown_GTAGAGCATGAGACT
unknown_GTTAGGATTCGGCGCT
tRunknown-Gln_tRunknown_rev_ TAAAAAGTAAGGATTCGAACC
tRuﬂkqow1-qu tRuﬂkquﬁ rev_’ " TAAAAAGTAAGGATTCGAACCT
unknown_ TCGGTAGAGCATGAGACT
unknown_TCGGTAGAGCATGAGACTC
unknown_TGGAAGACTAGTGATTTTGTT
unknown_TGGAAGACTAGTGATTTTGTTG
unknown_TGGAAGACTAGTGATTTTGTTGT
unknown_TGGAAGACTAGTGATTTTGTTGTT

mir-lb Mus musculus_TGGAATGTAAAGAAGTATGTA
mir-lb Mus musculus_TGGAATGTAAAGAAGTATGTAT
mir-lb Mus musculus_TGGAATGTAAAGAAGTATGTATT
unknown TGGTTAGGATTCGGCG

unknown_ TGGTTAGGATTCGGCGCT
unknown_TTAAGACTAGCTGAAATCTFig SN

uﬂkﬂOWH AGGAAATCGAACACAAAG

mir-6497 _Bombyx mori_ATAAGGATTGGCTCTGAGG
unknown CACCCGGCCCGGACACG
u1KWOWﬁ_CATGACCCGCCGGGCA
unknown_CGCCCCGACCGCGTCGCGCCG
unknown_CGCCGCTTCCCGGGGCCGTGGACTCA
unknown_CGGGATGAACCGAACGCCGG
unknown_GATGTCGGCCCTCGGCGeGee Fig 50
uﬁkﬂoWﬁ_GATTCAACCCGGCGTCTGGGAC
unknown_GATTCAACCCGGCGTCTGGGACG
unknown_GCCCCCGGCGCGACTGTCGACCG
unknown_GGATTCAACCCGGCGTCTGGGAC
unknown_GGCGCCTAGCAGCTGACTCAGAACTG
mir-7641-1//mir-7641-2 Homo sapiens GTTAGTACTTGGAT

D2 4hrA

D2 24hrA

D2 2hrR

D2 24hrR

4dpd_t0
12dpd 24hrR
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